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<210> 1 

<211> 1575 

<212> DNA 

<213> Xenopus sp . 

<220> 
<221> CDS 

<222> (214) . . (1113) 
< 4 0 0 > 1 

ttaaacagga cttgcagctc cagtgtaggt tttttcagaa gctccgcccc aatgctgtat 60 

ttttttatta ttccaggagg ctataaagag agcagacaaa ggaagtaggc ggagttcctg 120 

tttatcgcca tttggccagt ggtggctaag cgcctgaagg tggctgcttc ctttgctcag 180 

atcaaccctc gggccggtgt ccccctttct aca atg agg cac atg cag agt gta 234 

Met Arg His Met Gin Ser Val 
1 5 

acc egg gcc age tec att tgt ggc age ggg gtg aag cag gtc atr ggc 282 
Thr Arg Ala Ser Ser lie Cys Gly Ser Gly Val Lys Gin Val lie Gly 

10 ^ ^ ^ ^ 



aag ggg car. ccg cac gcc egg gcc gCL gga gcg cgc aag gcg caa ate 2.2 0 

Lys Gly His Pro His Ala Arg Val Val Gly Ala Arg Lys Ala Gin lie 

25 30 35 

cct gag aga gag gag ttg tea gtc aaa eee aaa atg gtg cga aat acc 378 

Pro Glu Arg Glu Glu Leu Ser Val Lys Pro Lys Met Val Arg Asn Thr 

40 45 50 55 



1 



cat etc aat eta cag ccc cag gag cgc cag gcc ttc tac agg etc eta 426 
His Leu Asn Leu Gin Pro Gin Glu Arg Gin Ala Phe Tyr Arg Leu Leu 

60 65 70 

gaa aat gag cag att cag gaa ttc ctt tct atg gac tec tgt eta agg 474 
Glu Asn Glu Gin lie Gin Glu Phe Leu Ser Met Asp Ser Cys Leu Arg 
75 80 85 

att tec gac aag tat etc ata gea atg gtt eta gca tat ttt aag egg 522 
lie Ser Asp Lys Tyr Leu lie Ala Met Val Leu Ala Tyr Phe Lys Arg 
90 95 100 

gea geg ggc etc tac ace age gag tac aca ace atg aat ttc ttt gtt 570 
Ala Ala Gly Leu Tyr Thr Ser Glu Tyr Thr Thr Met Asn Phe Phe Val 
105 110 115 

gee ctg tat ctg get aat gac atg gag gaa gat gaa gaa gac tat aaa 618 
Ala Leu Tyr Leu Ala Asn Asp Met Glu Glu Asp Glu Glu Asp Tyr Lys 
120 125 130 135 

tat gaa ate ttc ccc tgg gca eta gga gac teg tgg cgt gag ctt ttc 666 
Tyr Glu lie Phe Pro Trp Ala Leu Gly Asp Ser Trp Arg Glu Leu Phe 
140 145 150 

cea caa ttt ttg cgt etc egg gac gac ttc tgg get aaa atg aac tac 714 
Pro Gin Phe Leu Arg Leu Arg Asp Asp Phe Trp Ala Lys Met Asn Tyr 

155 160 165 

cga gca gtt gtt agt ega agg tge tgt gat gag gta atg tec aaa gat 762 
Arg Ala Val Val Ser Arg Arg Cys Cys Asp Glu Val Met Ser Lys Asp 
170 175 180 

ccc act cat tgg gee tgg ctg aga gat cgc ccc atg cat cac age ggg 810 
Pro Thr His Trp Ala Trp Leu Arg Asp Arg Pro Met His His Ser Gly 
185 190 195 

gcc atg cgt ggt tac ctt aga aac gag gac gac ttt ttc ccc egg ggt 858 
Ala Met Arg Gly Tyr Leu Arg Asn Glu Asp Asp Phe Phe Pro Arg Gly 
200 205 210 215 

cea ggc ctt aca cea gee age tgt aca ctt tge cat aaa gca ggt gte 906 
Pro Gly Leu Thr Pro Ala Ser Cys Thr Leu Cys His Lys Ala Gly Val 
220 225 230 

tgt gac tct ggt ggg gte tee cac aac aac tct tec tct eca gaa caa 954 

Cys Asp 3<ji Gly Gly Val Ser His Asn Asn Ser Ser Ser Pr:- GV,:: Gin 
235 240 245 

gag att ttt cac tac ace aat agg gag tgg tec cag gag ctt etc atg 1002 
Glu lie Phe His Tyr Thr Asn Arg Glu Trp Ser Gin Glu Leu Leu Met 
250 255 260 

ttg ccc ect gag ctg ttg ctg gat ccc gag tgt act cat gac tta cac 1050 
Leu Pro Pro Glu Leu Leu Leu Asp Pro Glu Cys Thr His Asp Leu His 

265 270 275 



att etc cag gag cca ttg gtt gga tta gag cca gat ggg acg gcg ctg 1098 

lie Leu Gin Glu Pro Leu Val Gly Leu Glu Pro Asp Gly Thr Ala Leu 

280 285 290 295 

gaa tgg cac cac ctt tagtagccga ttgtctcctc cgagctttta ttcttctcta 1153 

1 1 1 -v-T-x ZJ A r-< U-ir- Toil 

vj^ut -Lxp iJLj-o ij.lL3 i^eu 



ctcacaagct cagcacttat tctctcctcc taaggacttg tcaatgttca gacttaattg 1213 

aaatgggaga agtgaatatt ccgacggatg tagagcggga atatgtgccc agagaaagtg 1273 

ttttgagtct gtataaaccg ttgctttgta aataaatata taaatgttct ctgtgctggt 1333 

cactaataaa gatcaggtaa aatcactttc aggtgtaatt taatagtatg tatgtagagt 13 93 

ctttaattca gctctccacc aaatagtaac ttgtcatcac tgaacctttg cttaactaca 1453 

cttttattat tctgcacaca aatattctga agatcagacc gttctgtttt cagatgggtt 1513 

gaaaatatta aactcaacag aattcctgtg gtgtaatgta aatgcaaaga tcgattagac 1573 

ta 1575 

<210> 2 

<212> DNA 

<213> Xenopus sp . 

<220> 
<221> CDS 

<222> (163) . . (1056) 
<400> 2 

gctgtatttt actttctttc aggaggctat aaagacaaca gacaggggag gtaggcagag 60 

ttcctgttca tcaccattct ttggccgttg gtggctaggc gcctgaaggt ggctgctacc 120 

tttgctcaga tcaaccctcg gttcgttgtc cccctttcta ca atg agg cat atg 174 

Met Arg His Met 
1 

cag agt gca acc egg gcc acc tta gtt tgt ggc age ggg gta aag cag 2 22 
Gin S c r Ala Thr Ar o A 1 a Th r L ^ ' : V ^, 1 s e i - / p<=^^ rii ^ r t i t t ^ o n,i ^ 
5 10 15 20 

ate att gee aag gga eat ecg aat ace egg gtt ttt gga gcg cgc aag 270 
lie lie Ala Lys Gly His Pro Asn Thr Arg Val Phe Gly Ala Arg Lys 

25 30 35 

gcg aaa ate ect gag aga gag gtg eta gea gee aaa eee aag ate acg 318 
Ala Lys lie Pro Glu Arg Glu Val Leu Ala Ala Lys Pro Lys lie Thr 

40 45 50 
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cgc att aca cat etc aat eta caa ccc cag gag cgc cag gcc ttt tac 366 
Arg lie Thr His Leu Asn Leu Gin Pro Gin Glu Arg Gin Ala Phe Tyr 
55 60 65 

agg etc eta gaa aat gag etg att cag gaa ttt ctt tct atg gac tec 414 
Arg Leu Leu Glu Asn Glu Leu lie Gin Glu Phe Leu Scr Met Asp Ser 
7 0 7 5 8 0 

tgt eta aag att tea gac aag tat etc ata gca atg gtt eta gea tat 462 
Cys Leu Lys lie Ser Asp Lys Tyr Leu lie Ala Met Val Leu Ala Tyr 
85 90 95 100 

ttt aag egg gcg ggc etc tac acc age gag tac aca ace atg aat ttc 510 
Phe Lys Arg Ala Gly Leu Tyr Thr Ser Glu Tyr Thr Thr Met Asn Phe 
105 110 115 

ttt gtt get ctg tat ctg get aat gac atg gag gaa gat gaa gaa gac 558 
Phe Val Ala Leu Tyr Leu Ala Asn Asp Met Glu Glu Asp Glu Glu Asp 
120 125 130 

tat aaa tat gaa ate ttc ccc tgg gca eta gga gat tea tgg cgt gag 606 
Tyr Lys Tyr Glu lie Phe Pro Trp Ala Leu Gly Asp Ser Trp Arg Glu 
135 140 145 

ttt ttc cca caa ttt tta cgt etc egg gac gac ttc tgg get aaa atg 654 

Phe Phe Pro Gin Phe Levi Arg Leu Arq .Asp Asp Phe Trp Ala Lys Met 
150 ibb 16^: 

aac tac cga gca gtt gtt age cga aga tgt tgt gat gag gta atg gcg 702 
Asn Tyr Arg Ala Val Val Ser Arg Arg Cys Cys Asp Glu Val Met Ala 
165 170 175 180 

aaa gat ccc act cat tgg gcc tgg etc aga gat cgt cct att cat cat 750 
Lys Asp Pro Thr His Trp Ala Trp Leu Arg Asp Arg Pro lie His His 
185 190 195 

agt ggg gcc ctg cgt ggt tac etc aga aat gag gat gac ttt ttc cct 798 
Ser Gly Ala Leu Arg Gly Tyr Leu Arg Asn Glu Asp Asp Phe Phe Pro 

200 205 210 

^99 ggt cca ggc ctt aca cca gcc age Lgt gca ctt tgc cat aaa gca 846 
Arg Gly Pro Gly Leu Thr Pro Ala Ser Cys Ala Leu Cys His Lys Ala 
215 220 225 

agt gtc tgc gac Let ggc ggg gry tec cac ga^ aac CcC tct cca gaa 
Ser Val Cys Asp Ser Gly Gly Val Ser His Asp Asn Ser Ser Pro Glu 

230 z^b 24 0 

caa gag att ttt cac tac acc aat agg gag tgg tec cag gaa ctt etc 942 
Gin Glu lie Phe His Tyr Thr Asn Arg Glu Trp Ser Gin Glu Leu Leu 
245 250 255 260 

ate ttg cca cct gaa ctg tta ttg gat ccg gag tct act tat gac ate 990 

lie Leu Pro Pro Glu Leu Leu Leu Asp Pro Glu Ser Thr Tyr Asp lie 




265 270 275 

cac att ttc cag gaa ccg ttg gtt gga tta gag cca gat ggg gca gcc 1038 
His lie Phe Gin Glu Pro Leu Val Gly Leu Glu Pro Asp Gly Ala Ala 
280 285 290 

ttg gaa tgg cac cac ctt tagcaccatg tcatctctgt gctttcattc 10Sf> 
Leu Glu Trp His His Leu 
295 

ttctctaatc cacgagctca agaagcactt aacctctcct aagcacttgc ccatgtccct 1146 

attcagacta atgaattaaa tgggagaggt gactattgcc ataaagggaa ggatgccact 12 0 6 

tagagtggag aataatactt gccaaaaatg gtgtttgggt ctgtttaaac tgttgctatt 1266 

tcagttgcct tgtaaataaa taagtataaa aatgtatgct ctgtgccggt tgctaataaa 1326 

aaaaaaatct ggtatcaaaa aaaaaaaaaa a 1357 



<210> 3 

<211> 300 

<212> PRT 

<'213> Xenopiis sp . 

<400> 3 

Met Arg His Met Gin Ser Val Thr Arg Ala Ser Ser lie Cys Gly Ser 
15 10 15 

Gly Val Lys Gin Val lie Gly Lys Gly His Pro His Ala Arg Val Val 

20 25 30 

Gly Ala Arg Lys Ala Gin lie Pro Glu Arg Glu Glu Leu Ser Val Lys 
35 40 45 

Pro Lys Met Val Arg Asn Thr His Leu Asn Leu Gin Pro Gin Glu Arg 
50 55 60 

Gin Ala Phe Tyr Arg Leu Leu Glu Asn Glu Gin lie Gin Glu Phe Leu 
65 70 75 80 

Ser Met Asp Ser Cys Leu Arg lie Ser Asp Lys Tyr Leu lie Ala Met 



100 105 110 

Thr Thr Met Asn Phe Phe Val Ala Leu Tyr Leu Ala Asn Asp Met Glu 
115 120 125 

Glu Asp Glu Glu Asp Tyr Lys Tyr Glu lie Phe Pro Trp Ala Leu Gly 

130 135 140 
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Asp Ser Trp Arg 
145 

Phe Trp Ala Lys 



Asp Glu Val Met 
180 

Arg Pro Met His 
195 

Asp Asp Phe Phe 
210 

Leu Cys His Lys 
225 

Asn Ser Ser Ser 



Trp Ser Gin Glu 
260 

Glu Cys Thr His 

2 7 5 

Glu Pro Asp Gly 
290 




Glu Leu Phe Pro 
150 

Met Asn Tyr Arg 

165 

Ser Lys Asp Pro 



His Ser Gly Ala 
200 

Pro Arg Gly Pro 
215 

Ala Gly Val Cys 
230 

Pro Glu Gin Glu 
245 

Leu Leu Met Leu 



Asp Leu His lie 

2 8 0 

Thr Ala Leu Glu 

295 



Gin Phe Leu Arg 
155 

Ala Val Val Ser 

170 

Thr His Trp Ala 
185 

Met Arg Gly Tyr 



Gly Leu Thr Pro 
220 

Asp Ser Gly Gly 
235 

lie Phe His Tyr 

250 

Pro Pro Glu Leu 
265 

Leu Gin Glu Pro 



Trp His His Leu 
300 




Leu Arg Asp Asp 
160 

Arg Arg Cys Cys 
175 

Trp Leu Arg Asp 
190 

Leu Arg Asn Glu 

205 

Ala Ser Cys Thr 



Val Ser His Asn 
240 

Thr Asn Arg Glu 
255 

Leu Leu Asp Pro 
270 

Leu Val Gly Leu 

285 



<210> 4 

<211> 298 

<212> PRT 

<213> Xenopus sp . 

<400> 4 

Met Arg His Met Gin Ser Ala Thr Arg Ala Thr Leu Val Cys Gly Ser 
15 10 15 

Gly Val Lys Gin lie lie Ala Lys Gly His Pro Asn Thr Arq Val Phe 
20 25 30 

Gly Ala Arg Lys Ala Lys lie Pro Glu Arg Glu Val Leu Ala Ala Lys 



fro ijys i^e mi Arg ±nr His Leu Asn Leu Gin I'r^ 

50 55 60 

Gin Ala Phe Tyr Arg Leu Leu Glu Asn Glu Leu lie Gin Glu Phe Leu 

65 70 75 80 

Ser Met Asp Ser Cys Leu Lys lie Ser Asp Lys Tyr Leu lie Ala Met 

85 90 95 
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Val Leu Ala Tyr Phe Lys Arg Ala Gly Leu Tyr Thr Ser Glu Tyr Thr 
100 105 110 

Thr Met Asn Phe Phe Val Ala Leu Tyr Leu Ala Asn Asp Met Glu Glu 
115 120 125 

Asp Glu Glu Asp Tyr Lys Tyr Glu lie Phe Pro Trp Ala Leu Gly Asp 
130 135 140 

Ser Trp Arg Glu Phe Phe Pro Gin Phe Leu Arg Leu Arg Asp Asp Phe 
145 150 155 160 

Trp Ala Lys Met Asn Tyr Arg Ala Val Val Ser Arg Arg Cys Cys Asp 
165 170 175 

Glu Val Met Ala Lys Asp Pro Thr His Trp Ala Trp Leu Arg Asp Arg 

180 185 190 

Pro lie His His Ser Gly Ala Leu Arg Gly Tyr Leu Arg Asn Glu Asp 
195 200 205 

Asp Phe Phe Pro Arg Gly Pro Gly Leu Thr Pro Ala Ser Cys Ala Leu 
210 215 220 

Cys His Lys Ala Ser Val Cys Asp Ser Gly Gly Val Ser His Asp Asn 
225 230 235 240 

Ser Ser Pro Glu Gin Glu lie Phe His Tyr Thr Asn Arg Glu Trp Ser 
245 250 255 

Gin Glu Leu Leu lie Leu Pro Pro Glu Leu Leu Leu Asp Pro Glu Ser 
260 265 270 

Thr Tyr Asp lie His lie Phe Gin Glu Pro Leu Val Gly Leu Glu Pro 

275 280 285 

Asp Gly Ala Ala Leu Glu Trp His His Leu 

290 295 
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